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Host Species: Mouse Rat Ferret Macaque Human 
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Figure 1 



KPTPQPTPQPTSEPTSEPTSEPTSEPTPQPAPPQ 735 
2113 AAACCAACACCTCAACCAACACCTCAGCCAACATCTGAGCCAACATCT 

PAPPQPAPQPAPQPAPQPAPPQPAPPQPVPPQP 768 
2213 AAC C AG CAC CAC C T C AAC C AG CAC C T C AAC CAG CAC C T C AAC C AG C AC C T CAAC CAG C AC CAC C T CAAC CAGCAC C AC C T CAAC CAGT AC CAC C T CAAC C 

VPPQPMPSRPAPPKPTPQPTSEPAPQPTSESTS 801 
2313 AGTAC CAC C T CAAC C AAT GC C AT C T AGAC CAG CAC CAC C TAAAC CAACAC C T CAAC CAACAT C T GAG C CAG CAC C T CAAC CAAC AT C T GAGT CAAC AT C T 

BPTPRPPPQPTSEPTSEPTSEPTSEPSPQPTPQ P 835 
2413 GAACCAACACCTCGACCACCACCTCAGCCAACATCTGAGCCAACATCTGAACCAACATCTGAACCAACATC 

VPQPAPQPAPPKPAPKPTPP KPAPKPTPPKPAP 868 
2513 CAGTACCTCAACCAGCACCTCAACCAGCACCACCTAAACCGGCACCTAAACCAACACCACCTAAACCGGCA 

KPAPSKSSSKPTST 
2 613 TAAAC CAG CAC CAT C T AAAT CAT CAT C TAAAC CAACAT C T ACA 

Figure 2A 



TNISEPALPDKDPQPTSSPQPKPRPRPRPQPQPH34 
1 ACCAATATATCCGAACC^GCACTGCCTGATAAGGATCCTCAACCTACATCTTCACCTC^GCCAAAACCT 

PHPKPQPQPTPEPQPQPAPEPRPQPTSKPRPQP67 
101 ATCCACATCCAAAACCTGAGCCTCAGCCGACGCCAGAACCTC^GCCTC^ 

TSKPRPQPTPEPRPLPVPGPGPLPVPGPRPQPQ 100 
201 AACGTCAAAACCTCGACCTCAGCCGACGCGAGAACCTCGACCTCTGCCGGTGCCAGGACCT^ 

PQPQPQPQPQPQPQPQ p Q p Q p Q p Q pQPQPQPKPQ134 
301 CCTO^CCTCMCCT<^GCCTCMCCTC^CCTCAGCCTCAACCTCAACCTCAGCCTCAGCCTCA^ 

PPSQSTSESASQSKPKPTTQTKPSPRPHPKPVP 167 
401 AACCACCATCT CAGT CAACAT CAGAATCA.GCATCGCAATCCAAACCA 

KPSSIDTGPSKSDSSFIFTVTKTITKISETEKP 200 
501 AAAACCAT CAT CGATAGACACAGGACCAT CAAAAT CGGATT CAAGCT T CAT T T T TACAGTAACAAAAACAATAACAAAGATAT CAGAAACAGAAAAACCA 

STKPSVKPTSTKTTSKPSTKPSTKPSVKPASTKT 234 
601 T CTACAAAACCAT CTGT GAAACCAACCT CTACAAAGACAACAT CAAAACCATCTACAAAACCAT CTACAAAACCAT CT GTAAAACCAGC CT C TACAAAGA 

TSESEKPTLEEVPETKGNGVRVIGFEGLQLLSM 267 
701 CAACAT CAGAAT CAGAAAAACCAACAT T GGAAGAAGT T CCAGAAACTAAAG GGAATGGT GTAAGAGTAATAGGATT TGAGGGGT TACAAT TATTAT CAAT 

IVAIIIGIWIM* 
801 GAT TGTT GCAATAATAAT TGGGATAT GGATAAT GTAAAT TTAATTAGAAGTCAT T GGCTATTAAAT TAATATATAGTAAT T TGTAATAAT TAGATAAATA 

901 GACAGGGGAT CTAGAAAT CAAT GTGT GAT T AAAT AAAT AT AAAAAT CTAAAAAAAAAAAAAAAAAAA 
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Figure 3 



Construct 



Sequence of insert 



KEXINq56-872 
KEXIN356_ 863 

KEXINg65_872 
KEXINq60-868 

KEXIN 777 _ 787 

A12 46 - 53 

A12 54 „ 61 
A12 70 _ 77 

A12 6 2-77 



KPAPKPTPPKPAPKPAP 
KPAPKPTP 

KPAPKPAP 
KPTPPKPAP 
RPAPPKPTPQP 

EPQPQPAP 

EPRPQPTS 
KPRPQPTP 

KPRPQPTS-KPRPQPTP 
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URSP2 PspA EKE LKEIDESDSEDYIKEGLRAPliQSKLDAKKAKLSKLEELSDKIDEL 280 
URSP2 PspA DAEIAKLEKDVEDFKNSDGEQAEQYLVAAKKDLDAKKAELENTEADLK 328 



Kex 856 _ 87 2 KPAPKPTP . PKPAPKPAP 

I I I I I I I 1 I I I III 
URS P 2 PspA KAVDEPET PAPAPKPAPAPAP T PEAPAPAPKPAPAPKPAPAPAPT PEA 

: I I I III I I 

Kex 777 „ 787 RPAP . PKPTPQP 



376 



Kex 856 _ 872 KPAPKPTP . PKPAPKPAP 

11)11 I I II I I III 
URSP2 PspA PAPAPKPAPAPKPAPAPAPTPEAPAPAPKPAPAPRPAPAPKPAPDPKP 

= 11111111 MM III I I 

Kex 777 _ 787 RPAP . PKPTPQP RPAP . PKPTPQP 



424 



Figure 6 
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1 21 41 61 81 

I 1 I I I 

CTAGATACTCGTGCTAATGTATTTTCTTCATGTTATAAAGAAGATATGGATTTTTCAGCCAAATTAGATCTTCTAAATAGGATAAAAGAT 
LDTRANVFSSCYKEDMDFSAKLDLLNRXKD 

101 121 141 161 

I I I I 

AAGATTGTAGTTCCAAAAGGAAACACGAGGTATTTTGTAGAGTTATTGTGTAAAAGCTATATTGTCGCCGAATGCAGCGCCAGTGATTTA 
KXVVPKGNTRYFVELLCKSYXVAECSASDL 

181 201 221 241 261 

I I I I ) 

ATGTTCAAATCTTATGCTCTTATGGAAGCCTGTCTTCACCCAGAAAGGATCTGTAGAGAATTAAAAAATCATTTTTCCGAAGAATCTAGG 
M F K S YALMEACLHPERXCRELKNHFSEESR 

281 301 321 341 

I I I I 

AAATTAGAAAATAAATTAAGGAGTATTTTAAAACCCACATATTATGAATGCAAAGATCTAGGACAAAAGTGCAACTCTGGATTTTATTTT 
KLENKLRSXLKFTYYECKDLGQKCNSGFYF 

361 381 401 421 441 

i I I I I 

GATGGAGATATAGAAGCTCAATGCAATCATTTCAAAAAAAGATGTCAAGATAAACAAGAGAGACTAAAATTAATTAATCATATTGTTGAT 
DGDXEAQCNHFKKRCQDKQERLKLXNHXVD 

461 481 501 521 

I I I I 

TCATCTGCTCTTTATCTCGCAAATGAAGTACAATGCAGAACTTATTTCGACAGTTTTTGTGGTGCGAATGTAAAACAAGAATTCAAACAA 
S S A L YLANEVQCR TYFDSFCGANVKQEFKQ 

541 561 581 601 621 

I I I I I 

ATATGCAACAAAGGAGCTAATGGCATATGCCCTGATATAATAGATGATTCTAAAGAACATTGTGCTCATTTGATTAATCATTTAACATCT 
XCNKGANGXCPDXXDDSKEHCAHLINHIiTS 

641 661 681 701 

I I I I 

CTTGGAATTTCATCGTCTTCTGCTTCACTTCCATTGGACTATTGCGACTCAGCGATTAATTACTGTAATTCTCTTTCGAAGTTTTGCACG 
LGJSSSSASLPLD YCDSAXNYCNSLSKFCT 

721 741 761 781 801 

) I I i 1 

GAATCAAAACGACAGTGCGATTCTGTTATTTCTTTCTGCACTAGCGAATCAAAAAAAACTGATGAATATGGTTCTTTTATTGACCAATAT 
ESKRQCDSVISFCTS ESKKTDEYGSFIDQ Y 

821 841 861 881 

I I I I 

CCCGCGGCTGCAGCAAATGCAACCAAATGCAAGGTAACTTTGAAAGAGTTATGCCAAGATTCAAGCAAAAAAGACTCTTATTCAACACTA 
P A A A A N A T K CKVTLKEL CQDSSKKDSYSTL 

901 921 941 961 981 

1 I 1 I I 

TGTGCTTATAATAAAGATGGTTATACCGAAATATGTAAAAACTTAAGAAATTTCATAGAAAAAGCATGCGAGAATTTGAGAATTCATTTA 
CAY2TKDGYTEXCKNLRNF IEKACENLRIHL 

1001 1021 1041 1061 

I i I I 

CATACTTATGATACAAACTCACTCAATACGAATAAAGGATCTGCTCAAGATAGATGCACTTATATAAGAAATCTTTACTTTAAATTTAAA 
H T Y D TNSLNTNKGSAQDR CTYXRNLYFKFK 

1081 1101 1121 1141 1161 

1 I 1 I I 

AATATATGTTTATTGGTTGATCCTTTCTATGACTTATCTCCTATTATCACTCAAGAATGTAAAACCAATATATCCGAACC&GC&CTGCCT 
NICLLVDPFYDLSPXJTQECKTNX SEPALP 

1181 1201 1221 1241 

I I I I 

GATAAGGATCCTCAACCTACATCTTCACCTCAGCCAAAACCTCGGCCAAGACCTCGACCTCAACCTCAACCTCATCCACATCCAAAACCT 
DKDPQPTSSPQPKPRPRPRPQPQPHPHPKP 
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1261 1281 1301 1321 1341 

i I I I I 

CAGCCTCAGCCGACGCCAGAACCTCAGCCTCAGCCGGCGCCAGAACCTCGACCTCAGCCGACGTCAAAACCTCGACCTCAGCCAACGTCA 
QPQPTPEPQPQPAPEPRPQPTSKPRPQPTS 

1361 1381 1401 1421 

I I I 1 

AAACCTCGACCTCAGCCGACGCCAGAACCTCGACCTCTGCCGGTGCCAGGACCTGGACCTCTGCCGGTGCCAGGACCTCGACCTCAACCT 
KPRPQPTPEPRPLPVPGPGPLPVPGPRPQP 

1441 1461 1481 1501 1521 

I I 1 I I 

CAACCTCAACCTCAACCTCAGCCTCAACCTCAACCTCAGCCTCAACCTCAACCTCAGCCTCAGCCTCAGCCTCAGCCTCAGCCTCAACCT 
QPQPQPQPQPQPQPQPQPQPQPQPQPQPQP 

1541 1561 1581 1601 

ill! 

CAGCCGAAGCGTCAACCACCATCTCAGTCAACATCAGAATCAGCATCGCAATCCAAACCAAAACCAACAACACAAACAAAAGCGTCACCG 
QPKPQPPSQSTS ESASQSKPKPTTQTKPSP 

1621 1641 1661 1681 1701 

t I I I 1 

AGACCACACCCAAAGCCGGTGCCAAAACCATCATCGATAGACACAGGACCATCAAAATCGGATTCAAGCTTCATTTTTACAGTAACAAAA 
RPHPKPVPKPSS IDTGPSKSDS SFIFTVTK 

1721 1741 1761 1781 

1 I I I 

ACAATAACAAAGATATCAGAAACAGAAAAACCATCTACAAAACCATCTGTGAAACCAACCTCTACAAAGACAACATCAAAACCATCTACA 
TITKISETEKPS TKPSVKPTSTKTTSKPST 

1801 1821 1841 1861 1881 

I i I I I 

AAACCATCTACAAAACCATCTGTAAAACCAGCCTCTACAAAGACAACATCAGAATCAGAAAAACCAACATTGGAAGAAGTTCCAGAAACT 
KPSTKPSVKPAS TKTTSESEKPTLEEVPET 

1901 1921 1941 1961 

III! 
AAAGGGAATGGTGTAAGAGTAATAGGATTTGAGGGGTTACAATTATTATCAATGATTGTTGCAATAATAATTGGGATATGGATAATGTAA 
KGNGVRVIGFEGLQLLSMIVA1IIGIWIM- 



Figure 8B 



